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Supplemental Fig. S3. Changes of body profiles and gut microbiota after bariatric surgery according to surgery type. (A) Individual chang-
es of body weight and (left panel) body mass index (BMI; right panel) after bariatric surgery according to surgery type. (B) Alteration of tax-
onomy composition after bariatric surgery at the phylum level (left panel) and genus level (right panel) according to surgery type. LSG, lap-
aroscopic sleeve gastrectomy; LRYGB, laparoscopic Roux-en-Y gastric bypass. aP<0.5.
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Supplementary Fig 3C 
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